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Figure S1: Number of structures in our database for the tripeptides in the nine studied IDPs.
The value for each tripeptide is shown on the central residue.
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Figure S 2: (Top) Percentage of each secondary structure class for the tripeptides in the
entire database and for the subset of tripeptides of the nine IDPs considered in this study.
(Bottom) Relative percentage for each each structural class in all IDPs compared with the
entire database.
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Figure S 3: LS2P secondary structure prediction for MKK7. (a) Disorder probability pre-
dictions. (b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities
predicted by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-
turns. (e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes,
values are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S 4: LS2P secondary structure prediction for EBA-181. (a) Disorder probability pre-
dictions. (b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities
predicted by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-
turns. (e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes,
values are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S5: LS2P secondary structure prediction for p15. (a) Disorder probability predictions.
(b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities predicted
by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-turns.
(e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes, values
are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S6: LS2P secondary structure prediction for Sic1. (a) Disorder probability predictions.
(b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities predicted
by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-turns.
(e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes, values
are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S 7: LS2P secondary structure prediction for ntailMV. (a) Disorder probability pre-
dictions. (b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities
predicted by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-
turns. (e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes,
values are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S 8: LS2P secondary structure prediction for ntailSV. (a) Disorder probability pre-
dictions. (b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities
predicted by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-
turns. (e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes,
values are truncated at 15. (f) Secondary structure populations predicted by s2D.

9



f)

0.25

0.5

0.75

1
DisEMBL-coils

DISOPRED-3
IUPred2A

PONDR-VLXT
SPOT-Disorder2

D
is

o
rd

e
r 

P
ro

b
a
b
ili

ty

Figure S9: LS2P secondary structure prediction for USrc. (a) Disorder probability predictions.
(b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities predicted
by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-turns.
(e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes, values
are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S 10: LS2P secondary structure prediction for K18. (a) Disorder probability predic-
tions. (b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities
predicted by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-
turns. (e) Propensities predicted by LS2P for the 27 structural classes. For clarity purposes,
values are truncated at 15. (f) Secondary structure populations predicted by s2D.
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Figure S11: LS2P secondary structure prediction for Tau. (a) Disorder probability predictions.
(b) Experimental RDC profile. (c) Helical (ααα) and extended (βββ) propensities predicted
by LS2P. (d) βαα and ααβ propensities predicted by LS2P, allowing to identify β-turns. (e)
Propensities predicted by LS2P for the 27 structural classes. For clarity purposes, values are
truncated at 15. (f) Secondary structure populations predicted by s2D.
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